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Translocation renal cell carcinoma (tRCC)
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Outcomes and treatment approaches in tRCC
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Leveraging integrative genomics to dissect the biology
of tRCC
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Fusion + additional events (?)

A What is the genomic, epigenomic, and transcriptional
landscape of tRCC?
A What are the opportunities for therapeutic intervention?
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Defining the genomic landscape of tRCC
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Sharpening the genomic landscape of tRCC via WGS
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Sharpening the genomic landscape of tRCC via WGS

no major CN changes . .
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